A&
1. MEAHLICHT HEER
(1) # %  Human Whole Genome Sequencingfi##730x (Bi{fiZ2#y)
DM ABMR SM7E3A318(A)
2. BESMER

0 HRARFPEHNEFIIERE (UT TERRE] 0S5, ) F2EZRUVESEORTEICHZLL
BWETHDHZ &,

) ENHRFESMER (EEFH—BR) 2BV T, SM6FEEICHE - B{EHMED IEHD
REE 0 TAl . TBl XIE TCl FMIHBMATEINTWLEIETHDSZ &,

(B) AILGRBAECRIBEHGEEZH-IETHD &,

4) REHNOLHGHELEDIBEZXZITTWAEBIFTOETHIN &,

3. BPNFBETRTEAMRVAALBAZTERMNT HEM

HEKPHESE BEE RAEF—L
BEE03—5454—60209

AHLBRBAZEIARAANEDOAN L LERICENTRMAT %,

4. ANEFORHBEHRRUHR

RHIGRT AHGRBAECRIERIRHEEHN Z LB SDIGAICIRHT 5 2 &,
IRHEARR SMM6&E5H2H (K) 17:00

5. RADOEFAR VAR
% Pt REAREHEPE 7FEFIZA L= a2l AWLE
=] iS3 SM6ES5H820H80 (A) 14:00
6. AMLREERUVZHRIARICEET HFE
AfLREES RbR
RIS bR

7. ot
(1) FADAALE
MR ENEOREIHLT SALBEENET 2.
() HHEDREF
A QRTHTESEREAHILIZAILE Tl T, IURIRIZE 1 R OMEIE SV THERLS
NP EHEOHBOREANT, BEMHEE Lo TENEANLE T ML EEHLEET 5.
(3) RHBOIER
RO 1> T, ZOBEERT 0T 5,

(4) Z0fth, FMIFAFLRBAEIZEL S,

SMM64£E4H188C(CK)

ENKRFEAREKRE # & B+ BEBX
REA HEFHE BHHR KARMEB—



